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INTHF TI AIMS 

1 . (Currently Amended) A method for identifying the presence of a bacterium in a sample 
comprising 

a) testing said sample by Gram-staining and 

b) testing said sample with a probe according to an in situ hybridisation protocol 
selected on the basis of the outcome of said Ciram-stainingvvhelher tLic...Giiiai^stainuig, indicates 
ihc presence of a ( imm-neoaiivc or ( iram-posilivc staining and identifying the presence of the 
bacterium in the sample. 

2. (Original) A method according to claim I wherein said sample is a clinical sample. 

3. (Previously Amended) A method according to claim 2 wherein said sample is 
mammalian blood. 

4. (Previously Amended) A method according to claim I when said Gram-staining indicates 
the presence of a Gram-negative bacterium in said sample, further comprising determining the 
rod or coccus character of said bacterium. 

5. (Currently Amended) A method according to claim 4 w herein said character is of the rod 
type, further comprising hybridising said sample with at least one probe selected from a group 
consisting of probes cap abl e of hyb r idis in g w i tlr lin:.. delecting, a nucleic acid found iiuia o rganism 
^elected lrom Lhc group .cuii^shn^nLEscherichia rata coll vnr Klebsiella pneumoniae, m 
Klebsiella oxvtoea. m Serratia mareeseens, m Enterohaeter aero^enes, in -Enterohaeter eloaeae, 
m~ Proteus vulgaris, m Proteus mirabilis, in Salmonella typhi, m and Pseuciomonas aeruginosa. 



6. (Original) A method according to claim 5 wherein said nucleic acid is ribosomal RNA. 
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7. (Currently Amended) A method according to claim 6 wherein said probe is having no 
more than five, preferably no more than two mismatches with a probe selected of a group 
rnmpnsrd nf prober hnrrrm^rt scqncncc c i ) ns i st i ng o f 
GCTTGCCAGTTTCGAATG (Si:Q ID NO.i) or; 
GTAGCCCTACTCGTAAGG (Sl:Q ID NO:2) or; 
GAGCAAAGGTATTAACTTTACTCCC (SKQ ID NO:3) orumd 

G I TAGCCGTCCC 11 TCTGG (SEQ ID NO:4). 

8. (Original) A method according to claim 4 wherein said character is of the coccus type, 
further comprising subjecting said sample to treatment with a lysis buffer comprising lysozyme. 

9. (Previously Amended) A method according to claim 1. when said Gram-staining 
indicates the presence of a Gram-positive bacterium in said sample, further comprising 
determining the rod or coccus character of said bacterium. 

10. (Original) A method according to claim 9 wherein said character is of the rod type, 
further comprising subjecting said sample to treatment with a lysis buffer comprising lysozyme 
and/or Proteinase K. 

1 1 . (Previously Amended) A method according to claim 9 wherein said character is of the 
coccus type, further comprising determining a chain-like or clump-like character of said bacteria. 

12. (Original) A method according to claim 1 1 wherein said character is chain-like, further 
comprising subjecting said sample to treatment with a lysis buffer comprising lysozyme. 



13. (Currently Amended) A method according to claim 12 further comprising hybridising 
said sample with at least one probe selected from a group consisting of probes capable of 
hybrrdismn^vrrbfor detecting nucleic acid found in an organism selected from the group 
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14. (Original) A method aceording to claim 13 wherein said nucleic acid is ribosomal RNA. 

15. (Currently Amended) A method according to claim 14 wherein said probe is having no 
more than five mismatches with a probe selected of a group composed of probes having a 
sequence TTATCCCCCTCTGATGGG (SEQ ID NO:5) or AGAGAAGCAAGCTTCTCGTCCG 
(SEQ ID NO:+06) or GCCACTCCTCTTTTTCCGG (SEQ ID NO:7). 

16. (Original) A method according to claim 1 1 wherein said character is clump-like, further 
comprising subjecting said sample to treatment with a lysis buffer comprising lysostaphin and/or 
Proteinase K. 

17. (Currently Amended) A method according to claim 16 further comprising hybridising 
said sample with at least one probe selected from a group consisting of probes capable of 
hyb ri d i s in g w it h for detecting nucleic acid found in an organism selected from t he ^ronp 

eon si sti n o of S taphylococcus aureus, wrStaphylococcus haemolyticus, mand Staphylococcus 
saprophytics. 

18. (Original) A method according to claim 17 wherein said nucleic acid is ribosomal RNA. 

19. (Previously Amended) A method according to claim 18 wherein said probe is having no 
more than five mismatches with a probe selected of a group consisting of probes having a 
sequence GCTAATGCAGCGCGGATCC (SEQ ID NO:8) or CCGAAGGGGAAGGCTCTA 
(SEQ ID N():9) or AGAGAAGCAAGCT TC TCG TCCGTT (SEQ ID NO: 10). 

20. (Previously Amended) A method according to claim 4 further comprising hybridising 
said sample with at least one positive control probe and/or with at least one negative control 
probe. 



i 



Serial No. 09/673,779 



2 1 . (Currently Amended) A method according to claim 20 wherein said positive control 
probe cn in p i isin ^ compris cs no more than five mismatches with a probe with the sequence 
GCTGCCTCCCGTAGGAGT (SKQ ID NO: 1 1 ) andr'or wherein said negative control probe 
comprises no more than five mismatches with a probe with the sequence 
ACTCCTACGGGAGGCAGC (SEQ ID NO: 12). 

22. (Currently Amended) A method according io_claim 1 further comprising a one-step 
procedure of binding bacteria present in said sample to a microscopic slide and simultaneously 
fixing intracellular structures. 

o 2 yCanceled) 



